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Tree diagram of the metagenome, including bacteria (red), eukaryotes (blue), cow rumen (purple) and archaeaf
"extreme prokaryotes” (green). Long branch length indicates increased genetic diversification, whereas short
length does not. 200 representative samples from shorter branch areas were selected, including 15 from cow
rumen to contribute to phylogeny-driven sample diversity.
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Thermostable enzymes

Enzyme activity against colorimetric substrates as measured by optical density. Proteins are assayed for enzyme
activity at seven different temperatures, from 30°C to 90°C. Optimal candidates (e.g. 22D) show little or no

decrease in activity at 70°C.
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MIMS analysis revealed the top 20 performing enzymes based on the optimal reactivity with
substrates as measured by the ratio of substrates to products,
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